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ate 


gca 


acg 


aag 


ctg 


tac 


aga 


gga 


gtg 


54 8 


9 9 7 
z z / 


Gin 


Glu 


Ala 


Val 


Gin 


Pro 


Tyr 


He 


Ala 


Thr 


Lys 


Leu 


Tyr 


Arg 


Gly 


Val 




228 










135 










140 










145 






230 


aga 


caa 


cgt 


caa 


tgg 


gga 


aaa 


tgg 


gtc 


gca 


gag 


ate 


cgt 


aag 


cca 


cga 


596 


231 


Arg 


Gin 


Arg 


Gin 


Trp 


Gly 


Lys 


Trp 


Val 


Ala 


Glu 


He 


Arg 


Lys 


Pro 


Arg 




232 








150 










155 










160 








234 


age 


agg 


gca 


cgt 


ctt 


tgg 


ctt 


ggt 


ace 


ttt 


gat 


aca 


get 


gaa 


gaa 


get 


644 


235 


Ser 


Arg 


Ala 


Arg 


Leu 


Trp 


Leu 


Gly 


Thr 


Phe 


Asp 


Thr 


Ala 


Glu 


Glu 


Ala 




236 






165 










170 










175 










238 


gec 


atg 


gec 


tac 


gac 


cgc 


caa 


gec 


ttc 


aaa 


tta 


cga 


ggc 


cac 


age 


gca 


692 


239 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Gin 


Ala 


Phe 


Lys 


Leu 


Arg 


Gly 


His 


Ser 


Ala 




240 




180 










185 










190 












242 


aca 


ctg 


aat 


ttc 


ccg 


gag 


cat 


ttt 


gtg 


aat 


aag 


gaa 


age 


gag 


ctg 


cat 


740 
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243 


Thr 


Leu 


Asn 


Phe 


Pro 


Glu 


His 


Phe 


Val 


Asn 


Lys 


Glu 


Ser 


GlU 


Leu 


His 




244 


195 










200 










205 










210 




246 


gat 


tea 


aac 


teg 


teg 


gat 


cag 


aaa 


gaa 


cct 


gaa 


acg 


cca 


cag 


cca 


age 


788 


247 


Asp 


Ser 


Asn 


Ser 


Ser 


Asp 


Gin 


Lys 


Glu 


Pro 


Glu 


Thr 


Pro 


Gin 


Pro 


Ser 




248 










215 










220 










225 






250 


gag 


gtt 


aac 


ttg 


gag 


age 


aag 


gaa 


eta 


ccg 


gtg 


att 


gat 


gtt 


ggg 


aga 


836 


251 


Glu 


Val 


Asn 


Leu 


Glu 


Ser 


Lys 


Glu 


Leu 


Pro 


Val 


He 


Asp 


Val 


Gly 


Arg 




252 








230 










235 










240 








254 


gag 


gaa 


ggt 


atg 


get 


gag 


gca 


tgg 


tac 


aat 


gee 


att 


aca 


teg 


gga 


tgg 


884 


255 


Glu 


Glu 


Gly 


Met 


Ala 


Glu 


Ala 


Trp 


Tyr 


Asn 


Ala 


He 


Thr 


Ser 


Gly 


Trp 




256 






245 










250 










255 










258 


ggt 


cct 


gaa 


agt 


cct 


ctt 


tgg 


gat 


gat 


ttg 


gat 


agt 


tct 


cat 


cag 


ttt 


932 


259 


Gly 


Pro 


Glu 


Ser 


Pro 


Leu 


Trp 


Asp 


Asp 


Leu 


Asp 


Ser 


Ser 


His 


Gin 


Phe 




260 




260 










265 










270 












262 


tea 


tea 


gaa 


age 


tea 


tct 


tct 


tct 


cct 


etc 


tct 


tgt 


cct 


atg 


agg 


cct 


980 


263 


Ser 


Ser 


Glu 


Ser 


Ser 


Ser 


Ser 


Ser 


Pro 


Leu 


Ser 


Cys 


Pro 


Met 


Arg 


Pro 




264 


275 










280 










285 










290 




266 


ttc 


ttt 


tga 


aaaagtttat aaacccacat tgtgttgtag gttatagttt 






1029 


267 


Phe 


Phe 


* 






























270 


agggttatgc tcattggcat ttggatggag gcaatttttg 


tgatctccca ttccaccaca 


1089 


271 


tatcagtcat tatatgtgtc taccttttct ctgtatttct 


atcattatca ttgtttttat 


1149 


272 


tatgtgtctg tatgtgtttc ectattgeta catacataga 


tgtcctcttt gttcaaaaaa 


1209 


273 


aaaaaaaaaa aaaaaaa 
























1226 


275 


<210> SEQ ID NO 


4 


























276 


<211> LENGTH: 292 


























277 


<212> TYPE: 


PRT 




























278 


<213> ORGANISM: 


Arabidopsis 


thaliana 
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<400> SEQUENCE: 


4 


























281 


Met 


Asp 


Phe 


Asp 


Glu 


Glu 


Leu 


Asn 


Leu 


Cys 


He 


Thr 


Lys 


Gly 


Lys 


Asn 




282 


1 








5 










10 










15 






283 


Val 


Asp 
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Ser 
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Gly 


Gly 


Glu 


Ala 


Ser 


Ser 


Thr 


Ser 


Pro 


Arg 


Ser 




284 








20 
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30 








285 


Met 


Lys 


Lys 


Met 


Lys 


Ser 


Pro 


Ser 


Arg 


Pro 


Lys 


Pro 


Tyr 


Phe 


Gin 


Ser 




286 






35 










40 










45 
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Ser 


Ser 


Ser 


Pro 


Tyr 


Ser 


Leu 


Glu 


Ala 


Phe 


Pro 


Phe 


Ser 


Leu 


Asp 


Pro 
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50 










55 










60 












289 


Thr 
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Gin 


Asn 


Gin 


Gin 


Gin 


Gin 


Leu 


Gly 


Ser 


Tyr 


Val 


Pro 


Val 


Leu 




290 


65 










70 










75 










80 
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Glu 


Gin 


Arg 


Gin 


Asp 


Pro 


Thr 


Met 


Gin 


Gly 


Gin 


Lys 


Gin 


Met 


He 


Ser 




292 










85 










90 










95 






293 


Phe 


Ser 


Pro 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Tyr 


Met 


Ala 


Gin 


Tyr 




294 








100 
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295 


Trp 


Ser 


Asp 
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Leu 


Asn 


Leu 


Ser 


Pro 


Arg 
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Met 


Met 


Met 


Met 
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Met 


Ser 


Gin 


Glu 


Ala 


Val 
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Pro 


Tyr 
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Thr 


Lys 
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Tyr 


Arg 
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130 
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Gly 


Val 


Arg 


Gin 


Arg 


Gin 


Trp 


Gly 


Lys 


Trp 


Val 


Ala 


Glu 


He 


Arg 


Lys 




300 


145 










150 










155 










160 
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Pro 


Arg 


Ser 


Arg 


Ala 


Arg 
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Thr 


Phe 


Asp 


Thr 


Ala 


Glu 
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